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Translated Protein- Frame: 3 -Nucleotide 111 to 1130 
mz5004_vh,seq Length: 2691 24/Aug/1999 

1 GCGGCCGCGTGACCATCACGTGCTCCAGCTACCAGGGCTACCCTG 
46 AGGCTGAGGTGTTCTGGCAGGATGGGCAGGGTGTGCCCCTGACTG 

91 GCAACGTGACCACGTCGCAGATGGCCAACGAGCAGGGCTTGTTTG 



136 ATGTGCACAGCATCCTGCGGGTGGTGCTGGGTGCAAATGGCACCT 
spValHisSerlleLeuArgValVall^uGlyAlaAsnGlyThrT 

181 ACAGCTGCCTGGTGCGCAACCCCGTGCTGCAGCAGGATGCGCACA 
yrSerCysLeuValArgAsnProValLeuGlnGlnAspAlaHisS 

226 GC TCTGTCACCATCACACCC CAGAGAAGC CCCACAGGAGCCGTGG 
erSerValThrlleThrProGlnArgSerProThrGlyAlaValG 

271 AGGTCCAGGTCCCTGAGGACCCGGTGGTGGCCCTAGTGGGCACCG 
luValGlnValProGluAspProValValAlaLeuValGlyThrA 

316 ATGCCACCCTGCACTGCTCCTTCTCCCCCGAGCCTGGCTTCAGCC 
spAlaThrLeuHisCysSerPheSerProGluProGlyPheSerL 

361 TGACACAGCTCAACCTCATC TGGCAGCTGACAGACACCAAACAGC 
euThr GlnLteuAsnlieuI 1 eTrpGlxtLeuThr AspThrLy sGlnL 

406 TGGTGCACAGTTTCACCGAAGGCCGGGACCAGGGCAGCGCCTATG 
euValHisSerPheThrGluGlyAxgAspGlnGlySerAlaTyrA 

451 CCAACCGCACGGCCCTCTTCCCGGACCTGCTGGCACAAGGCAATG 
laAsnArgThrAlaLeuPheProAspLeuLeuAlaGlnGlyAsnA 

496 CATCCCTGAGGCTGCAGCGCGTGCGTGTGGCGGACGAGGGCAGCT 
laSerLeuArgLeuGlnArgValArgValAlaAspGluGlySerP 

541 TCACCTGCTTCGTGAGCATCCGGGATTTCGGCAGCGCTGCCGTCA 
heThrCysPheValSerlleArgAspPheGlySerAlaAlaValS 

586 GCCTGCAGGTGGCCGCTCCCTACTCGAAGCCCAGCATGACCCTGG 
erLeuGlnValAlaAlaProTyrSerLysProSerMetThrLeuG 

631 AGCCCAACAAGGACCTGCGGCCAGGGGACACGGTGACCATCACGT 
luProAsnLysAspLeuArgProGlyAspThrValThrlleThrC 

676 GCTCCAGCTACCGGGGCTACCCTGAGGCTGAGGTGTTCTGGCAGG 
ysSerSerTyrArgGlyTyrProGluAlaGluValPheTrpGlnA 

721 ATGGGCAGGGTGTGCCCCTGACTGGCAACGTGACCACGTCGCAGA 
spGlyGlnGlyValProI-euThrGlyAsnValThrThrSerGLnM 

766 TGGCCAACGAGCAGGGCTTGTTTGATGTGCACAGCGTCCTGCGGG 
etAlaAsnGluGlnGlyLeuPheAspValHisSerValLeuArgV 



MetAlaAsnGluGlnGlyLeuPheA 
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811 TGGTGCTGGGTGCGAATGGCACCTACAGCTGCCTGGTGCGCAACC 
alValLeuGlyAlaAsnGlyThrTyrSerCysLeuValArgAsxiP 

856 CCGTGCTGCAGCAGGATGCGCACGGCTCTGTCACCATCACAGGGC 
roValLeuGlaGlnAspAlaHisGlySerValThrlleThrGlyG 

901 AGCCTATGACATTCCCCCCAGAGGCCCTGTGGGTGACCGTGGGGC 
InProMetThrPheProProGluAlaLeuTrpValThrValGlyL 

946 TCTCTGTCTGTCTCATTGCACTGCTGGTGGCCCTGGCTTTCGTGT 
euSerValCysLeuIleAlcO-euLouValAlaLeuAlaPheValC 

991 GCTGGAGAAAGATCAAACAGAGCTGTGAGGAGGAGAATGCAGGAG 
ysTrpArgLyalleLysGlnSerCysGluGluGluAsnAlaGlyA 

1036 CCGAGGACCAGGATGGGGAGGGAGAAGGCTCCAAGACAGCCCTGC 
laGluAspGlnAspGlyGluGlyGluGly S er Ly sThxAl aLeuG 

1081 AGCCTCTGAAACAC TCTGACAGCAAAGAAGATGATGGACAAGAAA 
InProLeuLysHisSerAspSerLysGluAspAspGlyGlnGluI 

1126 TAGCCTGACCATGAGGACCAGGGAGCTGCTACCCCTCCCTACAGC 
leAla 

1171 TCCTACCCTCTGGCTGCAATGGGGCTGCACTGTGAGCCCTGCCCC 
1216 CAACAGATGCATCCTGCTCTGACAGGTGGGCTCCTTCTCCAAAGG 
1261 ATGCGATACACAGACCACTGTGCAGCCTTATTTCTCCAATGGACA 
1306 TGATTCCCAAGTCATCCTGCTGCCTTTTTTCTTATAGACACAATG 
1351 AACAGACCACCCACAACCTTAGTTCTCTAAGTCATCCTGCCTGCT 
1396 GCCTTATTTCACAGTACATACATTTCTTAGGGACACAGTACACTG 
1441 ACCACATCACCACCC TCTTCTTCCAGTGCTGC GTGGAC CATCTGG 
1486 CTGCCTTTTTTCTCCAAAAGATGCAATATTCAGACTGACTGACCC 
1531 CCTGCCTTATTTCACCAAAGACACGATGCATAGTCACCCCGGCCT 
1576 TGTTTCTCCAATGGC CGTGATACACTAGTGATCATGTTCAGCC CT 
1621 GCTTCCACCTGCATAGAATCTTTTCTTCTCAGACAGGGACAGTGC 
1666 GGCCTCAACATCTCCTGGAGTCTAGAAGCTGTTTCCTTTCCCCTC 
1711 CTTCCTCCTCTTGCTCTAGCCTTAATACTGGCCTTTTCCCTCCCT 
1756 GCCCCAAGTGAAGACAGGGCACTCTGCGCCCACCACATGCACAGC 
1801 TGTGCATGGAGACCTGCAGGTGCACGTGCTGGAACACGTGTGGTT 
1846 CCCCCCTGGCCCAGCCTCCTCTGCAGTGCCCCTCTCCCCTGCCCA 
1891 TCCTCCCCACGGAAGCATGTGCTGGTCACACTGGTTCTCCAGGGG 
1936 TCTGTGATGGGGCCCCTGGGGGTCAGCTTCTGTCCCTCTGCCTTC 
1981 TCACCTCTTTGTTCCTTTCTTTTCATGTATCCATTCAGTTGATGT 
2026 TTATTGAGCAACTACAGATGTCAGCACTGTGTTAGGTGCTGGGGG 
2071 CCCTGCGTGGGAAGATAAAGTTCCTCCCTCAAGGACTCCCCATCC 
2116 AGCTGGGAGACAGACAACTAACTACACTGCACCCTGCGGTTTGCA 
2161 GGGGGCTCCTGCCTGGCTCCCTGCTCCACACCTCCTCTGTGGCTC 
2206 AAGGCTTCCTGGATACCTCACCCCCATCCCACCCATAATTCTTAC 
2251 CCAGAGCATGGGGTTGGGGCGGAAACCTGGAGAGAGGGACATAGC 
2296 CCCTCGCCACGGCTAGAGAATCTGGTGGTGTCCAAAATGTCTGTC 
2341 CAGGTGTGGGCAGGTGGGCAGGCACCAAGGCCCTCTGGACCTTTC 
2386 ATAGCAGCAGAAAAGGCAGAGCCTGGGGCAGGGCAGGGCCAGGAA 
2431 TGCTTTGGGGACACCGAGGGGACTGCCCCCCACCCCCACCATGGT 
2476 GCTATTCTGGGGCTGGGGCAGTCTTTTCCTGGCTTGCCTCTGGCC 
2521 AGCTCCCGGCCTCTGGTAGAGTGAGACTTCAGACGTTCTGATGCC 
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2566 TTCCGGATGTCATCTCTCCCTGCCCCAGGAATGGAAGATGTGAGG 
2611 AC TTC T AATTT AAATGTGGGAC TC GGAGGGATTTTGTAAACTGGG 
2656 GGTATATTTTGGGGAAAATAAATGTCTTTGTAAAAA 
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Translated Protein-Frame: 2 -Nucleotide 2 to 1324 
Mz5004 12/16/99 

1 

CCCTCTTCCCGGACCTGCTGGCACAGGGCAACGCATCCCTGAGGC 
ProLeuProGlyProAlaGlyThrGlyGlnArglleProGluAl 

46 

TGCAGCGCGTGCGTGTAGCGGACGAGGGCAGCTTCACCTGCTTCG 
aAlaAlaArgAlaCysSerGlyArgGlyGlnlieuHisLeuLeuAx 

91 

TGAGCATCCGGGATTTCGGCAGCGCTGCCGTCAGCCTGCAGGTGG 
gGluHi s P roGly PheAr gGlnAr gCy sAr gGlnPr oAlaGlyGl 

136 

CCGCTCCCTACTCGAAGCCCAGCATGACCCTGGAGCCCAACAAGG 
yArgSerLeuI^uGluAlaGlnHisAspProGlyAlaGlnGlnGl 

181 

ACCTGCGGCCAGGGGACACGGTGTGACCATCACGTGCTCCAGCTA 
yProAlaAlaArgGlyHisGlyValThrlleThrCysSerSerTy 

226 

CCAGGGCTACCCTGAGGCTGAGGTGTTCTGGCAGGATGGGCAGGG 
rGlnGlyTyrProGluAlaGluValPheTrpGlnAspGlyGlnGl 

271 

TGTGCCCCTGACTGGCAACGTGACCACGTCGCAGATGGCCAACGA 
yValProLeuThrGlyAsnValTlirTlirSerGlnMetAlaAsnGl 

316 

GCAGGGC TTGTTTGATGTGCACAGCATCCTGCGGGTGGTGCTGGG 
uGlnGlyLeuPheAspValHi s Serl leLeuArgValValLeuGl 

361 

TGCAAATGGCACCTACAGCTGCCTGGTGCGCAACCCCGTGCTGCA 
yAlaAsnGlyThrTyrSerCysLeuValArgAsnProValLeuGl 

406 

GCAGGATGC GCACAGC T C TGT CAC CATCACAC C C CAGAGAAGC C C 
nGlnAspAlaHisSerSerValThxIleThrProGlnArgSerPr 

451 

CACAGGAGC C GTGGAGGTCCAGGTCCC TGAGGAC C C GGTGGTGGC 
oThrGlyAlaValGluValGlnValProGluAspProValValAl 

496 

CCTAGTGGGCACCGATGCCACCCTGCACTGCTCCTTCTCCCCCGA 
alieuValGlyThrAspAlaThrLeuHisCysSerPheSerProGl 

541 

GCCTGGCTTCAGCCTGACACAGCTCAACCTCATCTGGCAGCTGAC 
uProGlyPheSerLeuTlirGlnLeuAsnLeuIleTrpGlnLeuTh 

586 

AGACACCAAACAGCTGGTGCACAGTTTCACCGAAGGCC GGGACCA 
rAspThrLysGlnLeuValHisSerPheThrGluGlyArgAspGl 

631 

GGGCAGCGCCTATGCCAACCGCACGGCCCTCTTCCCGGACCTGCT 
nGlySerAlaTyrAlaAsnArgThrAlaLeuPheProAspLeuLe 

676 

GGCACAAGGCAATGCATCCCTGAGGCTGCAGCGCGTGCGTGTGGC 
uAlaGlnGlyAsnAlaSerLeuArgLeuGlnArgValArgValAl 

721 

GGACGAGGGCAGCTTCACCTGCTTCGTGAGCATCCGGGATTTCGG 
aAspGluGlyS rPheThrCysPheValSerlleArgAspPheGl 

Fig. 2 
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766 

CAGCGCTGCCGTCAGCCTGCAGGTGGCCGCTCCCTACTCGAAGCC 
ySerAlaAlaValSerLeuGlnValAlaAlaProTyrSerLysPr 

CAGCATGAC C CTGGAGC CCAACAAGGAC CTGCGGC CAGGGGACAC 
oSerMetThrLeuGluProAsnLysAspLeuArgProGlyAspTh 

856 

GGTGACCATCACGTGCTCCAGCTACCGGGGCTACCCTGAGGCTGA 
rValThrlleThrCysSerSerTyrArgGlyTyrProGluAlaGl 

901 

GGTGTTCTGGCAGGATGGGCAGGGTGTGCCCCTGACTGGCAACGT 
uValPheTrpGlnAspGlyGlnGlyValProLeuThrGlyAsnVa 

GACCACGTCGCAGATGGCCAACGAGCAGGGCTTGTTTGATGTGCA 
lThrThrSerGlnMetAlaAsnGluGlnGlyLeuPheAspValHi 

991 

CAGCGTCCTGCGGGTGGTGCTGGGTGCGAATGGCACCTACAGCTG 
sSerValLeiiArgValValLouGlyAlaAsnGlyThrTyrSerCy 

CCTGGTGCGCAACCCCGTGCTGCAGCAGGATGCGCACGGCTCTGT 
sLeuValArgAsnProValLeuGlnGlnAspAlaHisGlySerVa 

CACCATCACAGGGCAGCCTATGACATTCCCCCCAGAGGCCCTGTG 
IThr 1 1 eThrGlyGlnProMe t Thr PheProProGluAl aLeuTr 

1126 

GGTGACCGTGGGGCTCTCTGTCTGTCTCATTGCACTGCTGGTGGC 
pValThrValGlyLeuSorValCysLeuIleAlaLeuLeuValAl 

1171 

CCTGGC TTTCGTGTGCTGGAGAAAGATCAAACAGAGC TGTGAGGA 
aLeuAlaPheValCysTrpArgLysIleLysGlnSerCysGluGl 

GGAGAATGCAGGAGC C GAGGAC CAGGATGGGGAGGGAGAAGGC TC 
^ ^ uGluAsnAlaGlyAlaGluAspGlnAspGlyGluGlyGluGlySe 

CAAGACAGCCCTGCAGCCTCTGAAACACTCTGACAGCAAAGAAGA 
^LysTlirAlaLeuGlnProLeuLysHisSerAspSerliy sGluAs 

TGATGGACAAGAAATAGCCTGACCATGAGGAC CAGGGAGCTGCTA 
pAspGlyGlnGluIleAla 

1351 

CCCCTCCCTACAGCTCCTACCCTCTGGCTGCAATGGGGCTGCACT 

1396 

GTGAGCCCTGCCCCCAACAGATGCATCCTGCTCTGACAGGTGGGC 

1441 

TCCTTCTCCAAAGGATGCGATACACAGACCACTGTGCAGCCTTAT 

1486 

TTCTCCAATGGACATGATTCCCAAGTCATCCTGCTGCCTTTTTTC 

1531 

TTATAGACACAATGAACAGACCACCCACAACCTTAGTTCTCTAAG 

1576 

TCATCC TGCC TGC TGC C TT ATTTC ACAGTACATACATTT C TTAGG 

1621 

GACACAGTACACTGACCACATCACCACCCTCTTCTTCCAGTGCTG 

1666 

CGTGGACCATCTGGCTGCCTTTTTTCTCCAAAAGATGCAATATTC 
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1711 

AGACTGACTGACCCCCTGCCTTATTTCACCAAAGACACGATGCAT 

1756 

AGTCACCCCGGCCTTGTTTCTCCAATGGCCGTGATACACTAGTGA 

1801 

TCATGTTCAGCCCTGCTTCCACCTGCATAGAATCTTTTCTTCTCA 

1846 

GACAGGGACAGTGCGGC CTCAACATC TC C TGGAGTCTAGAAGCTG 

1891 

TTTCCTTTCCCCTCCTTCCTCCTCTTGCTCTAGCCTTAATACTGG 

1936 

CCTTTTCCCTCCCTGCCCCAAGTGAAGACAGGGCACTCTGCGCCC 

1981 

ACCACATGCACAGCTGTGCATGGAGACCTGCAGGTGCACGTGCTG 

2026 

GAACACGTGTGGTTCCCCCCTGGCCCAGCCTCCTCTGCAGTGCCC 

2071 

CTCTCCCCTGCCCATCCTCCCCACGGAAGCATGTGCTGGTCACAC 

2116 

TGGTTCTCCAGGGGTCTGTGATGGGGCCCCTGGGGGTCAGCTTCT 

2161 

GTCCCTCTGCCTTCTCACCTCTTTGTTCCTTTCTTTTCATGTATC 

2206 

CATTCAGTTGATGTTTATTGAGCAACTACAGATGTCAGCACTGTC 

2251 

TTAGGTGCTGGGGGCCCTGCGTGGGAAGATAAAGTTCCTCCCTCA 

2296 

AGGACTCCCCATCCAGCTGGGAGACAGACAACTAACTACACTGCA 

2341 

CCCTGCGGTTTGCAGGGGGCTCCTGCCTGGCTCCCTGCTCCACAC 

2386 

CTCCTCTGTGGCTCAAGGCTTCCTGGATACCTCACCCCCATCCCA 

2431 

CC CATAATTC TT ACCCAGAGCATGGGGTTGGGGC GGAAACCTGGA 

2476 

GAGAGGGACATAGC CCCTC GCCACGGCTAGAGAATC TGGTGGTGT 

2521 

CCAAAATGTCTGTCCAGGTGTGGGCAGGTGGGCAGGCACCAAGGC 

2566 

CC TCTGGACC TTTCATAGCAGCAGAAAAGGCAGAGC CTGGGGCAG 

2611 

GGCAGGGCCAGGAATGCTTTGGGGACACCGAGGGGACTGCCCCCC 

2656 

ACCCCCACCATGGTGCTATTCTGGGGCTGGGGCAGTCTTTTCCTG 

2701 

GCTTGCCTCTGGCCAGCTCCCGGCCTCTGGTAGAGTGAGACTTCA 

2746 

GACGTTCTGATGCCTTCCGGATGTCATCTCTCCCTGCCCCAGGAA 

2791 

TGGAAGATGTGAGGACTTCTAATTTAAATGTGGGACTCGGAGGGA 

2836 

TTTTGTAAACTGGGGGTATATTTTGGGGAAAATAAATGTCTTTGT 

2881 

AAAAA 

Fig. 2 Continued 
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Translated Protein 534 aa-Frame: 3-Nucleotide 60 to 1661 
2/14/00 



1 

GCGGCCGCGGG6CAGCCTTCCACCACGGGGAGCCCAGCTGTCAGC 

46 

CGCCTCACAGGAAGATOCTGCGTCGGCGGGGCAGCCCTGGCATGG 
MetLeuArgArgArgGlySerProGlyMetG 

91 

GTGTGCATGTGGGTGCAGCCCTGGGAGCACTGTGGTTCTGCCTCA 
lyValHi s Va 1 G lyAl aAl aLeuG lyAl aLeuTrp PheCy s LeuT 

136 

CAGGAGCCCTGGAGGTCCAGGTCCCTGAAGACCCAGTGGTGGCAC 
hrGlyAlaLeuGluValGlnValProGluAspProValValAlaL 

181 

TGGTGGGCACCGATGCGACCCTGTGCTGCTCCTTCTCCCCTGAGC 
euValGlyThrAspAlaThrLeuCysCysSerPheSerProGluP 

226 

CTGGC TTCAGCCTGGCACAGCTCAACCTCATCTGGCAGCTGACAG 
roGlyPheSerliOuAlaGlnLeuAsnLeuIleTrpGlnLeuThxA 

271 

AT AC CAAACAGC TGGTGCACAGC TTTGC TGAGGGC CAGGAC CAGG 
spThrLysGlnLeuValHisSerPheAlaGluGlyGlnAspGlnG 

316 

GCAGCGCCTATGCCAACCGCACGGCCCTCTTCCCGGACCTGCTGG 
lySerAlaTyrAlaAsnArgThrAlaLeuPheProAspLeuLeuA 

361 

CACAGGGCAACGCATCCCTGAGGCTGCAGCGCGTGCGTGTGGCGG 
laGlnGlyAsnAlaSerLeuArgLeuGlnArgValArgValAlaA 

406 

ACGAGGGCAGCTTCACCTGCTTCGTGAGCATCCGGGATTTCGGCA 
spGluGlySerPheThrCysPheValSerlleArgAspPheGlyS 

451 

GCGCTGCCGTCAGCCTGCAGGTGGCCGCTCCCTACTCGAAGCCCA 
erAlaAlaValSerLeuGlnValAlaAlaProTyrSerLysProS 

496 

GCATGAC C C TGGAGC C CAACAAGGAC C TGCGGC CAGGGGAC AC GG 
erMetThrLeuGluProAsnLysAspLeuArgProGlyAspThrV 

541 

TGACCATCAC GTGCTCCAGCTACCAGGGCTACCCTGAGGC TGAGG 
alTlirlleThrCysSerSerTyrGlnGlyTyrProGlxiAlaGluV 

586 

TGTTCTGGCAGGATGGGCAGGGTGTGCCCCTGACTGGCAACGTGA 
alPheTrpGlnAspGlyGlnGiyvalProLeuThrGlyAsnValT 

631 

CCACGTCGCAGATGGCCAACGAGCAGGGC TTGTTTGATGTGCACA 
hrThrSerGlnMetAlaAsnGluGlnGlyLeuPheAspValHisS 

676 

GCATCCTGCGGGTGGTGCTGGGTGCAAATGGCACCTACAGCTGCC 
erlleLeuArgValValLeuGlyAlaAsnGlyThrTyrSerCysL 

721 

TGGTGCGCAACCCCGTGCTGCAGCAGGATGCGCACAGCTCTGTCA 
euValArgAsnProValLeuGlnGlnAspAlaHisSerSerValT 

Fig. 3 
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766 

CCATCACACCCCAGAGAAGCCCCACAGGAGCCGTGGAGGTCCAGG 
hrlleThrProGlnArgSerProThrGlyAlaValGluValGlnV 

811 

TCCCTGAGGACCCGGTGGTGGCCCTAGTGGGCACCGATGCCACCC 
alProGluAspProValValAlaLeuValGlyThrAspAlaThrL 

856 

TGCGCTGCTCCTTCTCCCCCGAGCCTGGCTTCAGCCTGGCACAGC 
euArgCysSerPheSerProGluProGlyPheSerLeuAlaGlnli 

901 

TCAAC C TCATC TGGCAGC TGACAGACAC CAAACAGC TGG T GCACA 
euAsnLeuIleTrpGlnLeuTlirAspTlirLysGlxiLeuValHisS 

946 

GTTTCACCGAAGGCCGGGACCAGGGCAGCGCCTATGCCAACCGCA 
erPheThrGluGlyArgAspGlnGlySerAlaTyrAlaAsnArgT 

991 

CGGCCCTCTTCCCGGACCTGCTGGCACAAGGCAATGCATCCCTGA 
hrAlaLeuPheProAspLeuLeuAlaGlnGlyABnAlaSerLeuA 

1036 

GGCTGCAGCGCGTGCGTGTGGCGGACGAGGGCAGCTTCACCTGCT 
rgLeuGlnArgValArgValAlaAspGluGlySerPheTlirCysP 

1081 

TCGTGAGCATCCGGGATTTCGGCAGCGCTGCCGTCAGCCTGCAGG 
heValSerlleArgAspPheGlySerAlaAlaValSerLeuGlnV 

1126 

TGGCCGCTCCCTACTCGAAGCCCAGCATGACCCTGGAGCCCAACA 
alAlaAlaProTyrSerLysProSerMetThrLeuGluProAsxili 

1171 

AGGACCTGCGGCCAGGGGACACGGTGACCATCACGTGCTCCAGCT 
ysAspLeuArgProGlyAflpThrvalThrlleThrCysSerSerT 

1216 

ACCGGGGCTACCCTGAGGCTGAGGTGTTCTGGCAGGATGGGCAGG 
yrArgGlyTyrProGluAlaGluValPheTrpGlnAspGlyGlnG 

1261 

GTGTGCCCCTGACTGGCAACGTGACCACGTCGCAGATGGCCAACG 
lyvalProLeuThrGlyAsnValThrThrSerGlnMetAlaAsnG 

1306 

AGCAGGGCTTGTTTGATGTCCACAGCGTCCTGCGGGTGGTGCTGG 
luGlnGlyLeuPheAspValHisSerValLeuArgValValLeuG 

1351 

GTGCGAATGGCACCTACAGCTGCCTGGTGCGCAACCCCGTGCTGC 
lyAlaAsnGlyThrTyrSerCysLeuValArgAsnProValLeuG 

1396 

AGCAGGATGCGCACGGCTCTGTCACCATCACAGGGCAGCCTATGA 
InGlziAspAlaHisGlySerValThrXleThrGlyGlnProMetT 

1441 

CATTCCCCCCAGAGGCCCTGTGGGTGACCGTGGGGCTGTCTGTCT 
hrPheProProGluAlaLeuTrpValThrValGlyLeuSerValC 

1486 

GTCTCATTGCACTGCTGGTGGCCCTGGCTTTCGTGTGCTGGAGAA 
ysLeuIleAlaLeuLeuValAlaLeuAlaPheValCysTrpArgL 

1531 

AGATCAAACAGAGCTGTGAGGAGGAGAATGCAGGAGCTGAGGACC 
ysIleLysGlnSerCysGluGluGluAsnAlaGlyAlaGluAspG 

1576 

AGGATGGGGAGGGAGAAGGCTCCAAGACAGCCCTGCAGCCTCTGA 
InAspGlyGluGlyGluGlySerLysThrAlaLeuGlnProLeuL 
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1621 

AACACTCTGACAGCAAAGAAGATGATGGACAAGAAATAGCCTOU^ 
YsHisSerAspSerLysGluAspAspGlyGlnGluIleAla 

1666 

CATGAGGACCAGGGAGCTGCTACCCCTCCCTACAGCTCCTACCCT 

1711 

CTGGCTGCAATGGGGCTGCACTGTGAGCCCTGCCCCCAACAGATG 

1756 

CATCCTGCTCTGACAGGTGGGCTCCTTCTCCAAAGGATGCGATAC 

1801 

ACAGACCACTGTGCAGCCTTATTTCTCCAATGGACATGATTCCCA 

1846 

AGTCATCCTGCTGCCTTTTTTCTTATAGACACAATGAACAGACCA 

1891 

CC CACAACC TTAGTTCTCTAAGTCATCCTGC CTGCTGCCTTATTT 

1936 

CACAGTACATACATTTCTTAGGGACACAGTACACTGACCACATCA 

1981 

CCACCCTCTTCTTCCAGTGCTGCGTGGACCATCTGGCTGCCTTTT 

2026 

TTCTCCAAAAGATGCAATATTCAGACTGACTGACCCCCTGCCTTA 

2071 

TTTCACCAAAGACACGATGCATAGTCACCCCGACCTTGTTTCTCC 

2116 

AATGGC CGTGATACACTAGTGATCATGTTCAGC CCTGCTTCCACC 

2161 

TGCATAGAATCTTTTCTTCTCAGACAGGGACAGTGCGGCCTCAAC 

2206 

ATCTCCTGGAGTCTAGGCGGCCGC 

Fig. 3 Continued 
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